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FIGURE 1 

RTVP and RGLla, RGL1 p DNA compare 

RTVP-1 1 CTCTGTTTTCTCAAAGCTGAAGTCGGCTAGGTTTGCAAAGCTGTGGGCTG 

RGLa 1 

RGLP 1 

consensus 1 

RTVP-1 51 AGCACTCAGGCAATCACACTCTCAGAAACTGCGGCGGCTCTGGACTGCAG 

RGLa 1 CATCCTCCGCATC-CTCCAC AT 

RGLP 1 CATCCTCCGCATC-CTCCAC AT 

consensus 51 cAtCctCcGCatC CTccAC At 

RTVP-1 101 CCTCCCAAGGCTCCATGCCAGACAAAGCATGCGTGTCACACTTGCTACAA 

RGLa 22 CCTTCCATGGCTC- -TG AAGAATAAATT CAGTTGTTTATG 

RGLp 22 CCTTCCATGGCTC- -TG -AAGAATAAATT CAGTTGTTTATG 

consensuslOl CCTtCCAtGGCTC TG AAGaATaaaTt CAgTTGtTtatg 

RTVP-1 151 TAGCCTGGATGGTTTCTTTTGTCTCCAATTATTCACACACAGCAAATATT 

RGLa 60 GATCTTGGGTC - TGTGTTTGGTAGCCACTACATCTTCCA AAATC — 

RGLp 60 GATCTTGGGTC -TGTGTTTGGTAGCCACTACATCTTCCA AAATC-- 

consensus 151 gAtCtTGGgTc TgTgTTTgGTagCCAcTac aTC 1 1 cCA AAATc 

RTVP-1 201 TTGCCAGATATCGAAAATGAAGATTTCATCAAAGACTGCGTTCGAATCCA 

RGLa 103 CCATCCATCACTGACCCACACTTTATAGACAACTGCATAGAAGCCCA 

RGLP 103 CCATCCATCACTGACCCACACTTTATAGACAACTGCATAGAAGCCCA 

consensus 201 CCAtccATCactgAcccAcAcTTtATagAcaACTGCaTagaAgcCCA 

RTVP-1 251 TAACAAGTTCCGATCAGAGGTGAAACCAACAGCCAGTGATATGCTATACA 
RGLa 150 CAACGAATGGCGTGGCAAAGTCAACCCTCCCGCGGCCGACATGAAATACA 

RGLP 150 CAACGAATGGCGTGGCAAAGTCAACCCTCCCGCGGCCGACATGAAATACA 

consensus 251 cAACgAaTggCGtggcaAaGTcAAcCCtcCcGCggccGAcATGaaATACA 

RTVP-1 301 TGACTTGGGACCCAGCACTAGCCCAAATTGCAAAAGCATGGGCCAGCAAT 
RGLa 200 TGATTTGGGATAAAGGTTTAGCAAAGATGGCTAAAGCATGGGCAAACCAG 

RGLP 200 TGATTTGGGATAAAGGTTTAGCAAAGATGGCTAAAGCATGGGCAAACCAG 

consensus 301 TGAtTTGGGAt aaAGg t tTAGCaaAgATgGC t AAAGCATGGGCaAaCc Ag 

RTVP- 1 351 TGCCAGTTTTCACATAATACACGGCTGAAGCCACCCCACAAGCTGC - ACC 
RGLa 250 TGCAAATTTGAACATAATGACTGTTTGGATAAATCATATAAA-TGCTATG 

RGLP 250 TGCAAATTTGAACATAATGACTGTTTGGATAAATCATATAAA-TGCTATG 

consensus 351 TGCaAaTTTgaACATAATgactGttTGgAtaaAtCatAtAAa TGCtAtg 

RTVP-1 400 CAAACTTCACTTCACTGGGAGAGAACATCTGGACTGG — GTCTGTGCCCA 
RGLa 299 CAGCTTTTGAATATGTTGGAGAAAATATCTGGTTAGGTGGAATAAAGTCA 

RGLp 299 CAGCTTTTGAATATGTTGGAGAAAATATCTGGTTAGGTGGAATAAAGTCA 
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consensus 401 CAgctTTtgaaTatgTtGGAGAaAAtATCTGGttaGGtgGaaTaaagtCA 

RTVP-1 448 TTTTTTCTGTGTCTTCCGCCATCACAAACTGGTATGACGAAATCCAGGAC 
RGLa 349 TTC ACACCAAGAC AT - - GCC ATTACGGCTTGGTATAATGAAACCC AATTT 

RGLP 349 TTCACACCAAGACAT — GCCATTACGGCTTGGTATAATGAAACCCAATTT 

consensus 451 TTcacaCcaaGaCaT GCCAT t ACggc tTGGTATaAtGAAAcCCAa 1 1 1 

RTVP-1 498 TATGACTTCAAGACTCGGATATGCAAAAAAGTCTGTGGCCACTACACTCA 
RGLa 397 TATGATTTTGATAGTCTATCATGCTCCAGAGTCTGTGGCCATTATACACA 

RGLP 397 TATGATTTTGATAGTCTATCATGCTCCAGAGTCTGTGGCCATTATACACA 

consensus 501 TATGAtTT tgAt AgTC t at CATGC t ccAgAGTCTGTGGCC At TAt ACaCA 

RTVP-1 548 GGTTGTTTGGGCAGATAGTTACAAAGTTGGCTGCGCAGTTCAATTTTGCC 
RGLa 447 GTTAGTTTGGGCCAATTCATTTTATGTCGGTTGTGCAGTTGCAATGTGTC 

RGLP 447 GTTAGTTTGGGCCAATTCATTTTATGTCGGTTGTGCAGTTGCAATGTGTC 

consensus 551 GtTaGTTTGGGCcaATtcaTtttAtGTcGGtTGtGCAGTTgcAaTgTGtC 

RTVP-1 598 CTAAAGTTTCTGGCTTTGACGCTCTTTCCAATGGAGCACATTTTATATGC 

RGLa 497 CTAA CCTTGGGGGAGCTTCAACTGCAATA TTTGTATGC 

RGLP 497 CTAA CCTTGGGGGAGCTTCAACTGCAATA TTTGTATGC 

consensus 601 CTAA CcTTGggGgagcTTCaAcTGcAatA TTTgTATGC 

RTVP-1 648 AACTACGGACCAGGAGGGAATTACCCAACTTGGCCATATAA GAGAGG 

RGLa 535 AACTACGGACCTGCAGGAAATTTTGCAAATATGCCTCCTTACGTAAGAGG 

RGLp 535 AACTACGGACCTGCAGGAAATTTTGCAAATATGCCTCCTTACGTAAGAGG 

consensus 651 AACTACGGACC t Gc AGGaAATT 1 1 gC AAaTa t GCC t c cT t Acg t aAGAGG 

RTVP- 1 695 AGCCACCTGCAGTGCCTGCCCCAATAATGACAAGTGTTTGGACAATCTCT 
RGLa 585 AGAATCTTGCTCTCTCTGCTCAAAAGAAGAGAAATGTGTAAAGAACCTCT 

RGLp 585 AGAATCTTGCTCTCTCTGCTCAAAAGAAGAGAAATGTGTAAAGAACCTCT 

consensus 701 AGaatCtTGCtcTctCTGCtCaAAagAaGAgAAaTGTgTaaAgAAcCTCT 

RTVP-1 745 GTGTTAACCGACAGCGAGACCAAGTGAAACGTTACTACTCTGTTGTATAT 

RGLa 635 GCA AAAATCCATTTCTGAAG 

RGLp 635 GCAGGACTCCACAACTTATTATACCTAACC AAAATCCATTTCTGAAG 

consensus 751 Gca a c acagc g a aa c AaaAtcCatTTcTgaAg 

RTVP-1 795 CCAGGCTGGCCCATATATCCACGTAACAGATACACTTCTCTCTTTCTCAT 

RGLa 655 CCAACGGGG AGAGC ACCTC AGC AGAC AGCCTTTAATCC AT - TC AG 

RGLP 682 CCAACGGGG AGAGCACCTCAGCAGAC AGCCTTTAATCCAT - TC AG 

consensus 801 CCAacggGG AgAgCacCtcAgCAGAcAgcCTTtaaTCcaT TCAg 

RTVP-1 845 TGTTAATTCAGTAATTCTAATACTGTCTGTTATAATTACCATTTTGGTAC 

RGLa 699 CTTAGGTTTTCTTCTTCTGAGAAT — CTTTTAATGT CATTTATATAC 

RGLp 726 CTTAGGTTTTCTTCTTCTGAGAAT — CTTTTAATGT CATTTATATAC 

consensus 851 ctTaggTTttcTtcTTCTgAgAaT CTtTTAatgT CATTTataTAC 

RTVP- 1 895 AGCTCAAGTACCCTAATTTAGTTCTTTTGGACTAATACAATTCAGGAA- A 
RGLa 744 AAAAGAAATTCTCAAATGT TAAAATAAAGGAATA 
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RGL0 771 AAAAGAAATTCTCAAATGT TAAAATAAAGGAATA 

consensus 901 AaaagAAaTtCtCaAATgT TAaAATaaAGGAAtA 

RTVP-1 944 GAAAAAACCCAAAAACCAACCTCATTCACATATGGCTTTTTT--TTAACC 
RGLa 778 GTTTATTGCTTAATATAA — CTTATCATCACTTTGCTTCTTTACTGAATC 

RGLP 805 GTTTATTGCTTAATATAA — CTTATCATCACTTTGCTTCTTTACTGAATC 

consensus 951 GtttAttgCttAAtAtaA CTtATcatCActTtGCTTcTTTacTgAAtC 

RTVP-1 992 AATAACAATTAGGTGTACTTCTATTTTAAAACATTTCAGAAAAAAATA 

RGLa 826 TTCTACACTCTTGC CTGATACCTAAA (SEQ ID NO: 1) 

RGLP 853 TTCTACACTCTTGC CTGATACCTAA (SEQ ID NO: 3) 

consensuslOOl ttctACAcTcttGc CTgaTAc cTaAA 
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FIGURE 2 



RTVP-1 and RGLlot, RGLip protein compare 



RTVP- 1 MRVTLATIAWMVSFVSNYSHTANILPDIENEDFIKDCWIHNKFRSEWPTASDMLY>m^ 

RGLa MALKNKFSCLWILGLCW 

: : : : : : : : : = = ■ 2 ::::::::::::::::::::::::::::::::::::::::::::: : 
RGLp MALKNKFSCLWILGLCLVATTSSKIPSITDPHFID^^ 

1 60 
RTVP-1 DPALAQIAKAWASNCQFSHNTRLKPPHKLHPNFTSL& 

RGLa DKGLAKMAKAWANQCKFEHNDCL^ 

RGLp DKGLAKMAKAWANQCKFEHNDCLDKSYKCYAAFEWGENIWLGGIKSFTPRHAITAWra 

RTVP- 1 I QDYDFKTR ICKKVCGHYTQVVWADS YKVGC AVQFC PKVS GFDAL S NGAHFI CNYGPGGN 

RGLa TQF YDFDSLSC SRVCGHYTQIiVWANSF YVGC AVAMC PNLGG ASTAIFVCNYGPAGN 

: : : : : : : : : : : : ' - ::::::::::::::::::::::::::::::::::::::::::::: : 
RGLp TQFYDFDSLSCSRVCGHYTQLVWANSFYVGCAVAMCPNLGG ASTAIFVCNYGPAGN 

RTVP- 1 YPTW- P YKRG ATC SAC PNNDKCLDNLC VNRQRDQVK-RYYS WY 

. . . A :v . 

RGLa FANMPPYVRGESCSLCSKEEKCVKNLCK NPFLKPTGRAPQQTAFNPFSLGF 

::::::::::::::::::::::: 

RGLp FAl^PPYVRGESCSLCSKEEKCVKNLCRTPQLIIPNQNPFLKPTGRAPQQTAFNPFSLGF 
RTVP PGWPIYPRNRYTSLFLIVNSVILILSVIITILVQLKYPNLVLLD 
RGLa LLLRIF (SEQ ID NO: 2) 

RGLp LLLRIF (SEQ ID NO: 4) 

signal peptide MQVILAVIVWM 

SCP-domain(sigl / sig2) VCGHYTQWWAD 

Caveolin biding site YNETQFYDF 

TM-domain YTSLFLIVNSVILILSVIITILV 
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FIGURE 3 



RGL 1 p53 binding sites 

( Promoter 4kb— intron 4 ) 

Intron I 

• 581 AAATAAGTTC AAAACT CTACTAGTCT 90% (A) 

• Intron 2 

• 1 3 59 AGACTAGTTT CTTCAC ATACATGTTT 95% fB) 

• 1553 AAGCCTGTTT AAGCAATATAAA GAGCTAACCT 

TCTTCTCT AGACTTACCC 90% (d , C2) 

• 16403 GAGCTTACTC TTTAT TGGCTAGTTT 90% fDl 

• Intron 3 

• 311 6 AGATAAGTCT GA GGTCTTGTCT 90% fE) 

• 32226 AGACAAGCCA CCTGG AAGAAAGTCT 90% fFl 

• Intron 4 

• 35786 AAACAAACTT T AGACAAGTTT 95% fG) 

• 36649 TAACTAGTTT GGGTACTAGTAAACC 

TGGCATGGGG TC AAACTTTTTC 90% (HI , H2) 

• 38942 AGACATTCTG TATA AAGCTATTTT 90% fll 
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FIGURE 4 
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FIGURE 5 
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FIGURE 6 
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